In the title compound, C 20 H 17 N 3 O 4 , the dihedral angles between the heterocyclic ring and the toluene and nitrobenzene rings are 4.21 (15) and 11.43 (14) , respectively. The whole molecule is close to planar (r.m.s. deviation for the 27 non-H atoms = 0.171 Å ). Two S(6) rings are formed due to intramolecular C-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds. In the crystal, inversion dimers linked by pairs of C-HÁ Á ÁO bonds generate R 2 2 (10) loops and further C-HÁ Á ÁO bonds link the dimers along the b-axis direction. There existinteractions between the heterocyclic rings at a centroidcentroid distance of 3.7126 (10) Å and between the centroids of the benzene rings at a distance of 3.8710 (16) Å .
Related literature
For background and a related structure, see: Mukhtar et al. (2010) . For other related structures, see: Udaya Lakshmi et al. Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày; Àz þ 2; (ii) Àx þ 1 2 ; y À 1 2 ; Àz þ 3 2 .
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and PLATON (Spek, 2009); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON. There exist π···π interaction between Cg1···Cg1 i [i = -x, y, 1/2 -z] at a distance of 3.7126 (10) Å, where Cg1 is the centroid of heterocyclic five membered ring (N1/N2/C8/C10/C11). Similarly, there also exist π···π interaction between
and Cg3···Cg2 ii at a distance of 3.8710 (16) Å, where Cg2 and Cg3 are the centroids of benzene rings (C1-C6) and (C15-C20).
Experimental 1-(5-Hydroxy-3-methyl-1-p-tolyl-1H-pyrazol-4-yl)ethanone (1 g, 4.34 mmol), m-nitrobenzaldehyde (0.65 g; 4.34 mmol), with one drop of piperidine in ethanol (30 ml) was heated on boiling water bath for half an hour and crude product was obtained on cooling. The product was recrystallized by ethanol to get orange needles of the title compound.
Refinement
The H-atoms were positioned geometrically (O-H = 0.82, C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = xU eq (C, O), where x = 1.5 for methyl and x = 1.2 for all other H-atoms. to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009).
Computing details

Figure 1
View of the title compound with displacement ellipsoids drawn at the 50% probability level. The dotted lines represents the intramolecular H-bondings.
Figure 2
The partial packing, which shows that molecules form dimers. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.16 e Å −3 Δρ min = −0.22 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 −0.08035 (9) 0.17748 (13) 
